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GREETINGS FROM THE CEO

Dr. Jin Li
Chairman and CEO

Dr. Jin Li has over 30 years biopharmaceutical
experience (at Protherics, AstraZeneca, HitGen), with
senior scientific and leadership roles in early stage
research, as well as experience in initiating and leading
major collaboration, research and outsourcing
programmes. Before founding HitGen, he held Global
Director positions of Compound Sciences and
Computational Sciences at AstraZeneca. This included
responsibility for computational chemistry,
computational biology and compound collection
enhancement.

Dr. Li completed his BSc at Sichuan University, and PhD
in macromolecular sciences at Aston University. He
then undertook post-doctoral research in theoretical
biochemistry at Manchester University, UK. Dr. Li is
also a Fellow of the Royal Society of Chemistry, and a
Guest Professor of Sichuan University.

In 2012, he founded HitGen in Chengdu. HitGen is a
biotech company focused on innovative drug discovery
research based on the development and applications
of large scale and novel DNA-encoded libraries. HitGen
DELs have exceeded 1.2 trillion small molecules. The
company now has over 500 employees, and has
entered into research collaborations with over 300
pharmaceutical and biotechnology companies.
HitGen's own drug discovery programmes have
entered clinical trials.

‘ ‘ Dear valued customers and partners,

On behalf of HitGen, | would like to extend my gratitude to you and
your interest in our company!

I would like to take a few moments to share with you what HitGen is
about, what we could do to add value to your business, and what
roles we aspire to play in the industry.

In recent years, the biopharmaceutical industry has been
undergoing some fundamental changes and transformation. These
changes are underlined by the unwavering demands for innovative
medicines to treat serious diseases in both developed and
developing countries. There is a great sense of responsibility and
opportunity bestowed on all those working in this important
industry. At the same time, these changes also highlight the urgent
need to foster greater innovation, to focus on developing more
differentiated therapies, and to forge effective collaborations and
partnerships.

In the process of new drug development, it is crucial to find
molecular solutions to modulate the functions of biological targets
causing a particular disease. The DNA-encoded library (DEL)
technology provides access to unprecedented diversity of
molecules important to the drug discovery for a wide range of
targets.

HitGen has been engaged in advancing drug discovery research for
over a decade, with our DELs now containing more than 1.2 trillion
novel, diverse, drug-like small molecules and macrocyclic
compounds. In addition to DEL, HitGen has further expanded our
drug discovery and optimization platform by integrating the
fragment-based drug discovery and structure-based drug design
technologies (FBDD/SBDD), synthetic therapeutic oligonucleotide
technology (STO), targeted protein degradation technology (TPD),
as well as lead optimization capabilities (medicinal chemistry, in
vitro/in vivo biology, ADMET/DMPK, CMC, etc.) to transform the
output from those lead generation technologies into clinical
candidates, with an aim to meet the needs of our customers and
partners in a more efficient manner and to support their drug
discovery and development effort.

Through diversified business models including research and
development services, out-licensing of projects at different R&D
stages, and new drug launches in the long term, we are committed
to addressing the unmet clinical needs with innovative therapeutic
solutions, boosting the development of the pharmaceutical
industry, and bringing benefits to patients worldwide.

At HitGen, we will do our utmost to understand your business and
scientific needs, and to build long-term partnership through high-
quality delivery and effective interactions. We look forward to
working with you to shape the future of the industry!

sincerely,
Dr. Jin Li

S .=z

Chairman and CEO, HitGen Inc.
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About
HitGen

HitGen Inc. (SSE: 688222.SH) is dedicated to building
a world-class innovative biopharmaceutical
enterprise. Driven by the mission to advance human
health and quality of life, it provides innovative
therapeutic solutions to address unmet medical
needs. Centered on its internationally leading DEL
(DNA-encoded Library) technology, the Company has
expanded into Fragment-Based Drug Discovery and
Structure-Based Drug Design and a suite of
complementary platforms based on Oligonucleotide-
based Therapeutics, Targeted Proximity Drugs, and
Cyclic Peptidomimetics, and has developed HAILO, a
proprietary "DEL+Al+Automation” molecular
optimization platform, thereby establishing a
distinctive novel molecule discovery engine that
delivers both therapeutics molecules and tool
molecules to the global pharmaceutical industry.
Headquartered in Chengdu, China, HitGen maintains
subsidiaries in Cambridge, UK, and Houston, USA, §
with its operational network spanning the globe. i : ==
Through diversified and flexible business models :

including technical services, project out-licensing
and product sales, the Company has forged
extensive collaborations with a broad range of
pharmaceutical and biotechnology companies,
chemical firms, foundations, and research
institutions. As of the end of 2025, it has empowered
over 600 clients globally and contributed to
thousands of their innovative drug development
projects. HitGen also advances multiple internal
programmes at various clinical and preclinical

stages. For more information, please visit PhD: about 20% Master: about 30%  Bachelor and others:
www.hitgen.com. about 50%

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com
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@ History of HitGen

Establishment of HitGen

Feb. HitGen Ltd., based in Chengdu, P. R. China, aiming to discover and develop innovative drugs based on its core
platform of DNA-Encoded Libraries (DELs).

@ DNA-Encoded Library Size: 300 million
Oct

. Dr. Jin Li became "Fellow of the Royal Society of Chemistry";Held 2nd International Symposium on Lead
Generation Technology and Industry Development.
Dec. HitGen won "Chengdu Talents Plan Top Team" from The Organization Department of The Chengdu Municipal
Party Committee.

DNA-Encoded Library Size: 1.3 billion

Sep. Dr. Jin Li won "Overseas Chinese Returnees Contribution Award" from All-China Federation of Returned
Overseas Chinese.

Dec. HitGen won "Leading Innovative and Entrepreneurial" from The Organization Department of The Sichuan
Provincial Municipal Party Committee.

DNA-Encoded Library Size: 4.2 billion

Jan. HitGen was recognized as "Sichuan Postdoctoral Innovation Practice Base" by Sichuan Provincial Human
Resources and Social Security Department;Dr. Jin Li won "Sichuan Outstanding Contributions of Outstanding
Experts" from Sichuan Provincial Party Committee.

Oct. The core patents granted:( ZL201210555548.3 ) ( ZL201210555088.4 )

DNA-Encoded Library Size: 8 billion

Apr. HitGen, as a "high-tech pioneer" of biotechnology field in China, was inspected and encouraged by Premier Li
Kegiang.;Professor Richard Lerner and Professor Barry Sharpless visited HitGen.

May. Nature BioTechnology published an article "DNA-Encoded Drug Libraries Come of Age" and gave recognition of
contribution in innovative drug discoveries area of HitGen and other DEL companies worldwide.

Jul. HitGen Pharmaceuticals Inc. (a subsidiary of HitGen) was founded.

Nov. HitGen was recognized as "National Hi-Tech Enterprise" by Ministry of Science and Technology of The
People's Republic of China.

DNA-Encoded Library Size: >85 billion
Jul. HitGen is mentioned in Nature (Chinese Biopharma Starts Feeding the Global Pipeline).

DNA-Encoded Library Size: 300 billion

May. HitGen's small molecule HDACi HG146 receives IND approval from National Medical Products Administration.
Jul. Dr.Jin Li received the Award of Honorary Doctor of Science from Aston University, UK.
Nov. BioCentury Innovation published cover report: HitGen's DNA for Small Molecules.

DNA-Encoded Library Size: 400 billion

Aug. HitGen was recognized as a 2019 top innovator among Asia-Pacific pharmaceutical companies by Cortellis.
Oct. Held 2019 International Symposium on the Frontiers and Practice of Innovative Drug with more than 1200 attendees.
Dec. HitGen was recognized as China Best Employer Award 2019 - China Most Aspiring Employers in Chengdu by Zhilian.

DNA-Encoded Library Size: > 500 billion

Mar. HitGen's 2nd generation NTRK/ROS1 inhibitor HG030 receives IND approval from National Medical Products
Administration.

Apr. HitGen received approval to be listed on the Shanghai Stock Exchange.Stock code:HitGen 688222.SH.

Oct. HitGen announced the acquisition of Vernalis (R&D) Limited, taking the first step towards overseas Mergers and
Acquisitions.

Nov. HitGen entered the public list of National Enterprise Technology Center and listed in China Top 500 New Economy
Enterprises. Obtained the title of “CHENGDU listed key industry and listed leading enterprise”.

Dec. HitGen announced it has entered into a collaboration and licensing agreement with Guangzhou Baiyunshan
Pharmaceutical Holdings Co., Ltd (Baiyunshan, 600332.SH/00874.HK). Officially confirmed as National Enterprise
Technology Center.
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@ History of HitGen

DNA-Encoded Library Size: > 1 trillion

Apr. 2 INDs got clearance from National Medical Products Administration, for HitGen's i.v. injectable STING agonist HG381 and HG146 for its second
indication exploration respectively.

May. Whitepaper: Advancing Drug Discovery through DNA-Encoded Library Technology has been officially released by HitGen.

Oct. HitGen was awarded of China Pharmaceutical R&D Top 50.

@ DNA-Encoded Library Size: > 1.2 trillion

Jan. HitGen's first FDA IND clearance from HG030.

Sep. HitGen and the PACS1 Syndrome Research Foundation announce an agreement.

Jun. HitGen obtained 1SO27001 certification, its information security management capability was internationally recognized; HitGen launched
OpenDEL®3.0, which is a new upgrade product for Open access.

Dec. Recognized as a “CAS Registry® Innovator” .

@ DNA-Encoded Library Size: > 1.2 trillion

Jan. PROTAC molecule discovery and optimization strategy and case study on ACS Chemical Biology and selected as an “ACS Editors’ Choice”.

Mar. HitGen held a ceremony to celebrate its tenth anniversary of establishment and third anniversary of being listed on Shanghai Stock Exchange.
Mr. Wenhui CHENG, Vice Chairman of the National Council for Social Security Fund, led a delegation to visit HitGen Inc.

Jun. HitGen ranked in 2022 China CXO enterprises top20.

Jul. HitGen released DEL For series of services.

Aug. HitGen Enters into DNA-Encoded Library Based Research Service Agreement with Nested Therapeutics.

Nov. HitGen's Holding Subsidiary Hitston, officially put into production.

@ DNA-Encoded Library Size: > 1.2 trillion

Mar. HitGen Partners with LabCentral / BioLabs / MBC BioLabs to Accelerate Biotechnology Discovery.

Oct. HitGen and ABLINK have signed a strategic cooperation agreement to jointly advance the research and development services of Antibody-
Oligonucleotide Conjugates (AOC) drugs.

Nov. HitGen was selected as one of the “2024 Top 100 Chinese Pharmaceutical Innovation Enterprises” and “2024 Top 100 Brands of Chinese Life
Science Service Enterprises”, and Dr. Jin Li, Chairman and CEO of HitGen was honored as one of the “Decade of Innovation - Decade of the
Future”person.

Dec. HitGen Analytical Testing Platform Receives CNAS Laboratory Accreditation Certificate.

@ DNA-Encoded Library Size: > 1.2 trillion

Feb. HitGen co-publishes the new monograph: DNA-Encoded Library Technology for Drug Discovery

Jun. HitGen has been listed on the "Top 20 Enterprises of the 2025 China CRO Outstanding Brand List".

Jun. HitGen Releases Its Inaugural Sustainability Report.

Aug. HitGen Launches OpenDEL™ 5.0 - Boasting Expanded Chemical Diversity, Optional Macrocycle Library, Streamlined Workflows and Faster Access.

Nov. HitGen announces the launch of the OpenDEL™ Community - a dedicated platform for drug discovery professionals passionate about DNA-
encoded library (DEL) technology.

Dec. HitGen-Backed Equity Investment Fund to Invest RMB40 Million for Controlling Stake in Moshang Intelligence, an Al Pharma Data Service Provider.

<) -

~ @

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com
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Strategic Out-licensing Integrated Drug
Collaborations/JV Collaboration Discovery Project
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I Basic Construct of a DEL Compound

Codon3 Codon2 Codonl Primer

>« >« >« >« 4

Small Molecule

Building Block 1

ADVANCING
INNOVATIVE DRUG DISCOVERY

Building Block 3

Building Block 2

>1,200Bn pna-Encobep compounDs

DEL Design by Customer or Realization of DEL Compatible . . Screening against

Co-design by Two Parties Chemistry by HitGen DEL Synthesis by HitGen Customer Target

On-DNA [ Realize BBldins:allation - \ <, BB2installation

. Codel ligati
: Chemistry - in DEL »w, DG _> [z] Code2 llgatlon mé4—> = »
Development \ Production : | ool split : | poel k‘
g A W
Experienced scientists to: . . .
e Easy-access DNA-encoded library synthesis platform to build

® Realize new chemistry/idea in ) . o . )

An experienced team ) and deliver high quality libraries to Customer in 3 months;
DEL production; . . . Tech. transfer
to help customer e High-quality control of DEL Synthesis;
. . e Validate building blocks; of downstream
design diverse, drug- e Full DEL package; .
lik Ulibrari ® Evaluate DNA damage along . . . screening
Ike, novel libraries e Library product can be delivered to customer sites or stored at
the development; . .
HitGen for downstream screening.
® Analyze by-product.

HitGen’s custom DELs offer
flexible business models tailored to different customer needs

Apply Automation to High-Fidelity DEL Synthesis

Decapper p|ates Stacke Barcode reader Sealer 96&8 channel Gripper CEnmfuge

\E-‘ '- 3@- D u%

split I e — > > Workup

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com
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I DEL Products and Deliverables

e Customers may design DELs with their own
medchem experience and chemical resources;

e One synthesis campaign will provide samples for
hundreds or thousands of selections against many

® HitGen will build and deliver high quality DEL — targets;
. . . I S are store
libraries to customer with billions of in 96-well plates e DEL samples are stored as dry powders at -20°C
compounds; freezers;

e Trackable records for DEL synthesis and QC;

e Libraries generated in this collaboration can
be selected against any Customer targets ;

e The products are stable for at least several years as
monitored by sequencing and selection validation;

. e All the library information including synthesis
e Enable Customer to do own selections, : v ! including sy !

sequencing, data analysis and hit-proposal. DEL sample s splitted procedures and QC data will be transferred along
into2D barcode tubes with library samples.
I Specific Types of DELs at HitGen

Diverse Small Molecular DELs Macrocyclic DELs DELs with covalent warheads
1 ' The part of
Chemi: driven (Photoredox as an example): oy N-N } wahead =00 e--mmoeo-- . mmoeg
0. _R! N.ps N = {
2, M = : :
M j\ n 1 H M JK(NH S f | Thepartof " TTTTTTos ;.;"‘ ’
AR -~ H HN 1 affinity The part of part o
N7 CAr N N R
+ o 1(\/\%! s“——n/ ‘I e aflinity warhead
DELs for protein degraders DELs for fragment discovery - PoC
Privil structure coverage (examples): - ) . - /\ Ph linker can be changed
o it
o v HN 2N OlherEaljsa P /@D—*Fnﬂmanta
AR, QIN’)_NHR: R ] N [ ‘BH ¢
NZ )
TBM(target binding moiety) LBM(Ilgase blndmg moiety) Reacting groups can be changed

Project DELs for specific project applications (hit expansion as an example)

DELs for specific Ta es (CNS as an example,)

(o]
hit expansion

o R
AR g on

Focused DELs for MR1 ; R2
3

Hit compound

DNA-encoded Library Synthesis Platform HitGen DEL Synthesis Achivements

Scaffold

HitGen Compounds Collection:
Chemist

>6,000 e \ e More than 1,200 Bn compounds and
scaftos Compounds growing

® More than 6,000 scaffolds and 40,000
building blocks

Inno_vations | e || Omma |
[ gebowsonfolinaon | [ p forma |

4 announced partners in custom
DEL design and synthesis.

From library design to final product:

Experienced oligonucleotide chemists, organic chemists, computational
chemists and molecular biologists in one team;

Reliable in-house facilities for the full workflow of DNA-encoded library
synthesis and quality control;

High-throughput on DNA-encoded library synthesis and QC.

HitGen’s DELT platform was
reported by Biocentury as cover
letterin 2018.

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
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I OpenDEL™ -- Empowering Your Drug Discovery Journey

» Hit Discovery » Al/ML
Identify novel compounds directly from the Use post-selection DEL for prediction of new
OpenDEL library chemical space outside of DEL

» Target Ligandability

Perform screening of novel targets to assess their ligandability

I OpenDEL™ -- Fully Transparent Open Access

» The Kit » Access to
OpenDEL™ - Small Molecule Library « Small Molecule/Macrocycle Structures
« 57 Libraries « Building Blocks ~ + DNA Codons
+ 12 2-Cycle Libraries, ~20M Compounds « Scaffolds « Selection Manual
+ 45 3-Cycle Libraries, ~3.8Bn Compounds
OpenDEL™ - Macrocycle Library » No Structure Disclosure Fee
+ 1 Macrocycle Library +1 Linear Control » No Compound IP License Fee

+ ~200M Compounds

OpenDEL™Kit

Target selection PCR and DNA sequencing*
| en e o, S
4 PDETIBA TCGAATCTTTAGTC
b << CCGGTTGATAACA
DA CCAACCTGATGA

d

Data analysis & hit proposal*

*

Hit synthesis & validation

o <=

*Post-selection services available at HitGen

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
g Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com
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I DNA Encoded Library (DEL) Selection

Pre-Selection Studies

Selection
Actlvity Condition .
Confirmation Confirmation Conjugate Recovery

(Optional)

. . . Pre-Selection
. . Validation
Completion
Tool Compound Immobilization Test
Validation

Regardless of the library type, DEL selection involves the following general steps: target-DEL incubation, unbound molecule removal,
and bound molecule recovery. Each step is of great importance in effectively identifying hits. HitGen provides various DEL selection
options involving different types of libraries, and each type of selection follows distinct procedures. Next-Generation Sequencing
(NGS) is utilized for the sequencing process. In order to achieve high data usage efficiency, proper range of copy number in each
sample is critical. To achieve this, we monitor total copy number of the elution with Quantitative Real-time PCR (qPCR) and make
decision how many rounds of selection run are needed.

Classical DEL Selection

mrmmé PCR Amplification for
Last Selection Cycle

v ;
DEL Compounds [
Pooled DNA Target bound to Target »DOTB
Encoding DODLATE
Library DDA
DT
Repeat Selection with Fresh Target High
Throughput
DNA
Sequencing
The 1C50 of compound on protein A
-
£ wn. Compound Resynthesis Data CTAAAGATGATC
i wmosssnian Validation ‘\" Off-DNA Analysis TTTAGATGATCT
. — — h TGTTCGAATCTT
E - a TAGTCCCGGTT
L * GATAACACCAAC
a0mn om0t 61 01 m o CTGATGATCTTG
fampnn it Affinity Hits ATGATCTTATAA
Validated Hits (Compounds Off -DNA) CACCAGT

Feature Analysis
& Hit Proposal

Covalent DEL Selection

Various Incubation Time PCR Amplification

XA
PO
IR

Covalent DEL Target £
DEL Compounds bound T mn Soad
to Target on beads s
High
Throughput
DNA

Sequencing

Compound

Validation (.‘ Off-DNA
h . _

Resynthesis Data CTAAAGATGATC
Analysis TTTAGATGATCT
TGTTCGAATCTT
TAGTCCCGGTT
L} GATAACACCAAC
CTGATGATCTTG
Affinity Hits . .‘ - ATGATCTTATAA

Validated Hits (Compounds Off -DNA) : " CACCAGT

Feature Analysis & Hit Proposal

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
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DNA Encoded Library (DEL) Selection

DEL Selection for Protein Degraders

‘ 1) Heat release ~ \ -
£ 1) Incubate DELs . 2) Incubate recovered |Pms_nnal Non-E3 Ligase
with BRD4 and DELs with BRD4 and Affinity Carryavers)

Degrader BRD4 CRBN/DDB1 CRBN/DDB1 ﬂ

DEL + ‘ vgﬁ
2) Capture BRD4, 3) Capture CRBN/DDB1

— then wash Vgt | * ﬁﬂ o IANTAANY

T Data
Analysis

1) Heat release . H
1) Incubate DELs ‘ o
with BRDA i 2) Incubate recovered (Potential Non-E3 Ligase )
s DELs with CRBN/DDB1 Affinity Carryovers)
Degrader '
+ { ot { o »
DEL BRD4 2 f:::‘;’:;“"“' g AT 3) CaptureCRBN/DDBL -l 0"
T

* Find details from “Case Study: Novel BRD4 Degrader Discovery using DEL Technology” Page or ACS Chem. Biol. 2023, 18, 25-33.

Fragment DEL Selection

o . vv {
Incubation uv f Wash N 5
o o . > > > o :
MNWN’ + ’ JMMH Sy

DO
PCR Amplification  Y@OTHE
H &5 H Covalent bond DD
Fragments SOOI
Photo-reactive Fragment(s) covalently DDA
groups attach to Target on beads
Fragment DEL Target Parallel Incubation _ Wash and Heat Elution Fragment(s) reversibly High
(>40,000 compounds) Reference bind to Target Th"DDUNg:PUt
Sampl
ample Sequencing
Compound 8 5 CTAAAGATGATC
100 Compound Selection of Data TTTAGATGATCT
. o & Validation & Fragments Y Analysis TGTTCGAATCTT
£ — _ h TAGTCCCGGTT
i s C GATAACACCAAC
fw . e CTGATGATCTTG
.§ . = ATGATCTTATAA
. Validated Fragments Potential Fragments " CACCAGT
100
compeund slae] Fragment Enrichment
Analysis
Cell based DEL Selection
Target Classes Cell Selection Process
\
-
Release bound
‘ Incubation DELmolecules 4. _
v — — i
. . Compare
MitGen DEL  Overexpressed outcome
Cells to identify
target
Release bound speciic
. Incubation DELmolecules e
v — — e
HitGen DEL  Megative Cells
Target protein expression level Cell viability during DEL selection DEL Selection QOutcome

(w1t

1w

- Ovesaspresion

Survival Rate Overexpressed Cells Negative Cells

< = . Brckproued Cell
g .
® & P .
1 3
P "
ol - b
B i i P R N S T "R i A & &
CHAPCA CrsAPCA , K
.-'ér N P B
& ¥
The target protein needs to be expressed at a = Cells remain viable within the selection = Differential level of signals observed between
sufficiently high amount to enable DEL selection. course.

overexpressed and negative cells,
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tribution (53 Target Classes)

Hydrolase

Phosphatase
E3 Ligase
Receptor

Synthetase

Transcription factor

Transferase -\ }
__Ligase

Dehydrogenase
Polymerase

____GPCR
____Integrin

Protease

Isomerase
—_Oxygenase

Kinase! X Bromodomain
Protein
Dehydroxylase
___Deiminase

GTPase

Helicase
MNucleotide
exchange factor

Oxidoreductase
~_ Pseudokinase
— Reductase

—_RNA
~~_ RNA binding protein

) ) ) RNA Helicase
Protein-Protein HRase _ tRNA Ligase
Interaction phTS pholipase | LH d RNA-protein interaction

eth Itransfe ﬁse ase Adenylate cyclase
annel
Oth r

Immu oglobulln liketectin ATPase

Viral protein
Transporter

l'on|

Stimulator- Uta5eLipase 'Hydroxylase Demethylase™—Carboxylase
Representative DEL Hit Potency Range DEL Screening Success Rate Comparison
10 . P 4 . ‘.l.-. [ :: - '. ..... .u.. . : 2%
N L “a = wu_ *°" " 72% 79% 76% 80% 79% 77% 77%
. .- -.I > .‘\ . .: ::3. . " = "
g 0.01 L] .. -‘ . [y - L] . : “. =
-4 = L} LI} o - -
. . - .
0.001 ‘
e 0 20 40 60 80 100 120 140 160 2021 2022 2023
Target mKD ®IC50 w®EC50 m Compound Precedent m Compound unprecedent
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I Fragment- and Structure- Based Drug Discovery (FBDD and SBDD)

Fragment Based Drug Discovery (FBDD)
FBDD Screening FBDD Structure-guided evolution

‘‘‘‘‘ - =
A A Preliminary « X A~y "
Fﬂgm it o e Fragment Hits . 5 & | ﬁ 4 J{ Non-hydroxamate LpxC fragments
A —it e \)m , ‘ ‘ o B s .
Library ~ s WS !‘Y .'*:' —r )vrj;« "Cl/\,f:" \(}NW!-:;M ﬁwp’;; W‘Lﬁ:\ e aaas®
N, YA - | ¥ . oL —p ). ) ?‘J _[‘:f e 8 1. .
| - ‘-Kr. » R S ™

e e == R A | S e N B v

farge! iophysical F ol f-{ b -
-'f,l Bsﬁ:m Biophysical Characterisation &;’}: og Vuoﬁ‘ S —% c:o)ﬁ::

Non-hydroxamate LpxC fragments

Structure Based Drug Discovery (SBDD)

8000+ crystal structures
determined for more
than 60 targets

Parallel approaches

Protein engineering Protein NMR
Chimeras & Surrogate proteins Data-guided modelling

R
\, S

. p, Sk gf - pr i “ ! \»_:iﬂ
Sk "%h «s..,\?z }%@‘* ¢ & @1“‘ % & %

hSTING mSTING Phosphotase 42 Transferase Kinase Decarboxy\ase Protease Apoptosis protein  Polymerase

W%, ¢ . y ?,, .
l

: 5 3 '_ . ) DNA gyrase Bel-2 @ L R
SJERRT "ﬁ“)
S &, oo '“‘\'
all P 43 ;E nia | m%&;é | -
My p,c]' Hsuq/s'ﬁ e
RORy
P . % Ribosome projects
@ %l’y \&\ GTPase site
n / 1RaKa
.s Hspsnh
Intelfrase €
: N Yo
Chk1 10pt (LRRK2) y ;—;ﬁ. 3

‘,‘, u'a'

/Pml

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
g Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com

-11-



Protein Expression Protein Ligand
& Crystallization Identification

Degrader/PROTAC
Optimization

Degrader/PROTAC
Profiling, MOA

PK/PD/Tox
Studies

+ POI Expression, Crystallization + HitID for POl and E3 Ligases
« 40+ E3 Ligases in stock + Extension Point Known

S

Torgen s v 1 o e

+ DEL-driven PROTAC Discovery + Target Interaction, Degradation « DMPK, Efficacy Studies
« Linker/E3 Ligand-driven PROTAC - Cell Function, MOA, Selectivity = Non-GLP Tox Studies

FAOTAS CEL Daign s Cenirecilon Binding Assay Ternary Complex

— H e

x -"

Degradation, MOA Callular Function

2100 coll lines

- Aati-peolfecatonViabity
1

eperte
- Call Signaing Asay

M. m

3
-
.

+ Initiak ~4K proteins —
~10K protein: z
- Pattway Analysis |

ﬂia&-

\ -
N

Targeted Protein Degradation Project Collaboration (PCC/IN

Linkerology

Alkyl & PEG type Clickable & Rigidifying Rigidifying & Aromatic
(over 60 in stock) groups (over 50 in stock) groups (over 80 in stock)
x\/z\/Y X Z x
xZ2 TN OSSO g R I P wan
X Y "Vé‘)"p NN nt H
KBz Ny A R O DO +OnOnt KOO

XL Y NS " H 1
X Ty Ty WO GO OO, OOt HOOCOr q‘; . q:n -
Ad a pto r X = amine, acid, alkyne, azide

.. = ami i i N, I _ /AN v 20N TRV NIVARN
pos|t|on Y = amine, acid, alkyne, azide )J;/NCN? X\Zi:NM;N\—/NH HZN\C\ZVQ/OH E{N%N/\:C'ﬁ E{N%()CN; gCN%"\_/”E

Z=CHy O
Formation Ternary complex ADMET Optimization PD/PK Optimization

PROTAC Discovery Strategy:Challenges and Opportunities

POl Ligand Linker E3 Ligand Current Status Challenges Opportunities

Crowded in future target selection;

Known Novel Known Many programs entered clinic Eenl R Expanding to more Disease Areas (beyond oncology)
Novel Novel Known Programs in pre-clinical Efegh;r‘s‘eelnagrﬁweglitl;:;r;sscreen|ng for ligand identification Expanding to undruggable targets

Known Novel Novel Very limited programs heading to clinic Egitoe;:tl;gz‘g'lfeégz):;eﬁ ?ongatr:;;;gtshntcs:;s;rates; Tissue selective targeting therapies

Novel  Novel  Novel Ineorlydiscovery stage e e kvt Y PR 8 Sl R G

HitGen Inc.
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Current widely used E3 ligase and binders are limited (mostly CRBN, VHL binders) E3 Complex E3 Single Unit

BTB

MM

Identification of E3 ligase binders from putative 600 E3 ligase space is highly valuable
for reshaping degradable protein spectrum and expansion of degradable proteins

APC-
coactivator

® Based on gene expression profile across tumor samples and paired normal tissues,
together with literature analysis, 50+ tumor-enriched E3 ligases have been chosen
for protein expression and structural studies

Misc

® DEL technology is used for novel E3 ligase ligand discovery at HitGen

E3 Family [E3Protein  (3/3 5(3 3 a ‘
_2_5’_5_0 o =1
FEXO2
CRL1 N R S R et
22382185 =8 o2 =113} aoanuzgn—q:i'o
E3 Family E3 Protein 8333 @ 0285 R E Q<2 dl<l<eSco0> e
EEmEN R R R R PR
FBXL16 | B N ] BIRC2(cIAP1) ]
roce R (e E CEEE
FEM1B BIRCA(XIAP) |
cRL2 (oo BIRC7 |
[ KCTDS T |
KLHL3 11
CRL3  |KLHL1® =
KLHL37 i'n"i‘t'"
sPoP [ -
AHR T
CREN |
CRL4  IDeaFis | | ||
DCAF16 | 1 H
SPSB2
P SPSB4 | F I | TRIME3 | | HIEEEEEEEEEN

HitGen Available E3 Ligases

ABTB1 (His-MBP) HGE3_ABTB1_AHM FBXO2 (GST & His) HGE3_FBX0D2_AGH RNF4 (His) HGE3_RNF4_BH
BIRC3 (His & Avi-Biotin) HGE3_BIRC3_AHAB FBX02 (His) HGE3_FBXO2Z_AH RNF4 (Strep) HGE3_RNF4_BS
BIRC3 (His & Avi-Biotin) HGE3 BIRC3_BHAB FBX02/SKP1 Complex HGE3_FBXO2c_AH SIAH3 (Strep-SUMO) HGE3_SIAH3_ASS
BIRC3 (His & Avi-Biotin) HGE3_BIRC3_CHAB FBX041/SKP1 Complex HGE3_FBXO41lc AHG SKP1 (His-Strep) HGE3_SKP1_AHS
BIRC3 (His) HGE3_BIRC3_DH FBXO7 (Strep) HGE3_FBXOT7_AS SKP1 (His ) HGE3_SKP1_BH
BIRC3 (Strep) HGE3_BIRC3_DS FBXO7/SKP1 Complex HGE3_FBXOT7c_AS SKP1 (Strep ) HGE3_SKP1_BS
BIRC7 (no tag) HGE3_BIRC7_AN FBXW?7/SKP1 Complex HGE3_FBXW7c_BH SKP2/SKP1 Complex HGE3_SKP2c_ANH
BTRC/SKP1 Complex HGE3_BTRCC_BHSM FBXW7/SKP1 Complex HGE3_FBXW7c¢_BS SKP2/SKP1 Complex HGE3_SKP2c_ANS
BTRC/SKP1 Complex HGE3_BTRCc_BS FEM1B/ELOB/ELOC Complex HGE3_FEM1Bc_AGH SKP2/5KP1 Complex HGE3_SKP2c_ASH
CDC20 (His) HGE3_CDC20_AH FEM1B/ELOB/ELOC Complex HGE3_FEM1Bc_AGS SPSB2 (His) HGE3_SPSB2_BH
C€DC20 (Strep) HGE3_CDC20_AS HECW1 (Strep) HGE3_HECW1_AS SPSB2 (Strep) HGE3_SPSB2_BS
CIAP1 (Strep) HGE3_clAP1_BS HECW1 (His-GST) HGE3_HECW1_BHG SPSB2/ELOB/ELOC Complex HGE3_SPSB2¢_AS
cIAP1 (His & Avi-Biotin) HGE3_clAP1_CHAB HUWEZ (His) HGE3_HUWE1_AH SPSB4/ELOB/ELOC Complex HGE3_SPSB4c_AH
cIAPL (Strep) HGE3_clAP1_CS HUWEL (Strep) HGE3_HUWE1_AS SPSB4/ELOB/ELOC Complex HGE3_SPSBAc_AS
CRBN/DDB1 Complex HGE3_CRBNc_AH HUWEL (His-GST) HGE3_HUWE1_BHG SV5V/DDB1 Complex HGE3_SVSVc_AN
CRBN/DDB1 Complex HGE3_CRBNC_AHA HUWE1 (His-GST) HGE3_HUWE1_CHG TRIM21 (His) HGE3_TRIM21_AH
CREN/DDB1 Complex HGE3_CRBNc_AF KCTDS (Strep) HGE3_KCTDS_AS TRIM21 (Strep) HGE3_TRIM21_AS
CREN/DDB1 (dBPB) Complex HGE3_CRBNc_BH KCTDE (Strep) HGE3_KCTD8_AS TRIM21 (His) HGE3_TRIM21_CH
CUL3 (His) HGE3_CUL3_AH KEAP1 (His) HGE3_KEAP1_AH TRIM21 (Strep) HGE3_TRIM21_CS
CUL3 (Strep) HGE3_CUL3_AS KEAP1 (His) HGE3_KEAP1_AHO1 TRIM24 (His) HGE3_TRIM24_AH
DCAF2/DDB1 (dBPB) Complex HGE3_DCAF2c_BHG KEAP1 (His-GST) HGE3_KEAP1_AHG TRIM24 (Strep-SUMO) HGE3_TRIM24_ASSM
DCAF11/DDB1 Complex HGE3_DCAF1lc_AHG KEAP1 (no tag) HGE3_KEAP1_AN Trim67 (His-GST) HGE3_TRIMET_AHG
DCAF15/DDB1/DDA Complex HGE3_DCAF15c_AH KLHL3 (His) HGE3_KLHL3_BH TRIMS (His) HGE3_TRIM3_BH
DCAF16/DDB1 Complex HGE3_DCAF16¢c_AHG KLHL3 (Strep) HGE3_KLHL3_BS TRIMS (Strep) HGE3_TRIM3_BS
DDB1(Strep) HGE3_DDB1_BS KLHL3/CUL3 Complex HGE3_KLHL3c_AS TRIMS (His) HGE3_TRIM3_CH
DDB1/DDA Complex HGE3_DDBI1c BS KLHL40 (His) HGE3_KLHL40 BH TRIMS (Strep) HGE3_TRIM9_CS
ELOB/ELOC Complex HGE3_ELOBC_AH MDM2 (Strep) HGE3_MDM2_AS VHL/ELOB/ELOC Complex HGE3_VHLe AF
ELOB/ELOC Complex HGE3_ELOBC_AS MDM?2 (His) HGE3_MDM2_BH VHL/ELOB/ELOC Complex HGE3_VHLc AGS
ENC1 (His) HGE3_ENCI_AH MDM2 (Strep) HGE3_MDM2_BS VHL/ELOB/ELOC Complex HGE3_VHLc_AH
FBXL16/SKP1 Complex HGE3_FBXL16c_AHG NEDD4L (His) HGE3_NEDD4L_AH VHL/ELOB/ELOC Complex HGE3_VHLc_AHA
FBXL17/SKP1 Complex HGE3_FBXL17c_CHMS RNF114 (His-SUMO) HGE3_RNF114 AHSM VHL/ELOB/ELOC Complex HGE3_VHLc_AS
FBXLS (Strep) HGE3 FBXLS_AS RNF114 (Strep-SUMO) HGE3_RNF114 ASSM VHL/ELOB/ELOC Complex HGE3_VHLc BN
FBXLS/SKP1 Complex HGE3 FBXLSc BH RNF4 (Strep-SUMO) HGE3_RNF4_ASSM XIAP (His & Avi-Biotin) HGE3_XIAP_AHAB
FBXL5/SKP1 Complex HGE3_FBXL5c_BS Delivery time: 1 week for domestic shipping, ~3 weeks for international shipping.

HitGen Inc.
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I Oligonucleotide-Based Therapeutics Platform

PK/PD

Toxicology

RNAi Design m m Biology

~

Bioinformatics
- siRNA design and chemical modification:

-High potency 25/27-mer Dicer substrate siRNA (DsiRNA) '

-Predict siRNA activity based on Al algorithms
-saRNA design and chemical modification '
- Target analysis:mRNA transcript;abnormal gene '

(fused or mutated transcript)
-on/off-target by in silico '
- Patent.FTO analysis '

1

RNA HTS chemistry

J
R o 3
Special monomer

- Oligo synthesis (DNA, RNA, RNase-free bl
HPLC purified, > 95%) L’
- Oligo Chemical modification, conjugates, b - M

fluorescent oligos
A
_/ "

~

CRO

S HITGEN

@ Hitston

o?? ? T ?+ Therapeutics
Ledaderna

LT i

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
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-Canonical 21/21, 21/23-mer siRNA LA

API/Formulation/

cMC

&

RNA delivery

- GalNAc-RNA (Liver)

- Lipid-RNA (CNS)

- Receptor based extrahepatic

~

J

-

Molecular/Cell/Animal Biology

- Cell based high-throughput screening

-on/off-target analysis

-Immunogenicity, Cell viability

- Delivery evaluation

-mRNA and protein knockdown study

- Stability in serum and duration test

+In vitro ADME;in vivo toxicology.
PD/PK evaluation

Oligo CDMO

- Process chemistry of oligos

+GMP compliance

+Hundreds-grams scale to satisfy phase |
to lll needs

J

CRO

Oligonucleotide pipeline development
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RNAsite .-

P!
o /> o, N 1nmrro
RGN (s
Ph"‘?%m Ph’ ':_H
X = H, F, OMe, OMOE,OTBS, etc

Y=0,§5
B = Base (A5 A¢.Pac cB2 Ac.dmt j g B2 Ac, dmt GIBU, Pac, dmi, T gyc,)

Backbone modifications

(Stereo definded monomers)

DMTrO. DMTrO. DMTrO.

“i—?‘?—ii—?‘f—z

N %p 0 N0 0 Ne O T

g ™ T T K

B = Base (AB:An Pac, gB2 Ac dnf ) g.mBe Ac dmi GiBu. Pac. dit, T, gto.)

2'-Ribose substitutions

DMTrO

X
NCTT o\?,o

T

X=H, OMe, F, etc

B = H, Phenly, Naphthyl, 8-NH; A & G, 2-thio U &T,
6-thio G, 5-OH U&C, etc

Nucleobase modifications

HitGen Inc.

Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200

Tel: +86 (28) 85197385

B = Base (AB% Ac Pac gBZ Ac,dmf ) 5 B2 Ac, dmf GiBu, Pac, dmf, T gqc )

Ribose modifications and bridged
nucleic acids

Nc’\’o‘g’o

A

X =H, F, OMe, OMOE,etc

Y

B = Base (ABI, Ac, Pac cBl, Ac, dmf u s_chl, Ac, dmf GiBu, Pac, dmf, T, etc.)

5'-phosphate stabilization

D
DMTrO.|.D DMTrO B
Ak 57 *7_7 fass
N NC
| o 0Bz x X
NC._~g-Po Y Nc"V°‘p‘° Nc’\’c‘r:’s

N T

B = Base (A% A Pac, GB2Ac 6l ) 5 mC 8L, Ac, df GiBl, Pac, il T, gic.)

Other modified amidite(UNA,GNA)

Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com

Business Inquiry: bd@hitgen.com Web: www.hitgen.com



HITGEN

Nucleic Acid Drug De

velopment

_9{ 9}] N OH OH M Cyclic dinucleotides
oo ¥ OH OH OH e N s
I 6l ol ;j r > } obotro o o <u - x o005 o B
Nucleotides/ on % WM ey T bolg

Y=0,5,N,50 m;[ h) T A, 3 o

H X=H, OH, F, OMe, stc N+ -

Nuc|eOSIdeS ;—Basstlig‘:\:’.‘ﬂ‘T,Smc,elc) 5o uo—gzu (/N lu/ " ) o = 0-P-0 X

it = N, TEA, Na

n cheoside 5-monophosphate (NMP) 0. 2 s

: nucleoside 5'-diphosphate (NDP) Salt = NH4, TEA, N -
= 2: nuclecside s--m';n;::nm (NTP) " EA.Na OH OH B = Base (A, G)
LR NeT
Ne 0 P !
N

B = Base (AB% A Pac, B2 Ac dmf, |y,
5-mCB2 AG, i GIBU, PSc, 4. T ogc )
R; = H, F, OMe, OMOE, etc

B = Base (AR5 A Pas, (B Acdmt | |
5.mCBE. Ac, Mt B, Pac, o, T, et )
R=H, Me, Cyclopropane....

B = Base (AR Ac Pa, CB2, Ac,dmf ) |
5.mCE# Ac, dmf GIBu, Pac, dl, T gtc. )
Ry = H, F, OMe, OMOE etc

B = Base (ABr Ac Pac 1 Acdml |j
5.m(CB=. Ac, dmi iBu, Pac, il T ggc )
Ry =H, F, OMe, OCD3, OMOE etc

Phosphoramidites R, = OMe,OE1, OPOM
DMTrO_
DNTrO., 0.8 0. B L DMTIO. 0.8
R o R. NC‘
.s:'.‘ el B T Mg Py e o8z
o N7 2,1 outo 1 8 "
P~ """'\‘qfiﬂ" —

B = Base (ABZ Ac.Pac CBZ Ac.amt )
5.mCB2 Ac, dmi GiBu, Pac, 4, T, eqc )

R, = H, F, OMe, OMOE, OTBS, etc

B = Base (ABL A%.Pac_cBz Ac.dmf
5-mCBe Ae, dm B, Pac, dml, T geg )

o
oH oH i OH OH

STy NH

o Lofo ol o OH OH oM ¢TI
Bl W 0. 0o —P-0-P—0O—P—

Cap analogs I e R A 0-B-0-8-0 P01 o NN N
w2 9 n\<),.‘l)Lm H 0 0o o
e 0 o OH OH

O
Salt = NH4, TEA, Ma
H

Salt = NH4, TEA, Na

Delivery Vector

cN

Note: The compounds listed in this catalog are for scientific research and experimentation relevant to the intellectual property or providing information
necessary for administrative approval purposes only. Without the authorization of the intellectual property owner of individual products, they will not be

commercially sold in the protected areas.
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I HAILO Platform to Accelerate Lead Optimization

OQ Molecular Design High-throughput Chemical Synthesis
Driven by Data+Al & 10,000 compds/mo

1.2T

100,000 DEL molecules

Biological data (@]

oints

ECEOIKd/ECSU) —0 3’029:“ ‘ New Target

>53 o

Target types [ (] A
6,000+ g ‘ New Mechanism
protein-ligand -—

80% cocrystal structures HANDS

Screening (@] Ta rget 2035 ’ -
2,000+ novel targets — Data Flvwheel M New MOdaI'ty

~%,

Success rate in O 10"‘

novel targets

Al

.°.‘-'.- Multi-parameter Al Analysis =o . High Throughput Biology Profilin
== = g
b 50,000 compdslmo

Public database:
ChEMBL, Cortellis ...

il Efficient iteration solutions

HAILO: High-throughput Al driven Lead Optimization

High-Throughput Automated Data Generation Platform

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
Tel: +86 (28) 85197385
g Investor Relations: investors@hitgen.com  Career and Jobs: human.resources@hitgen.com
Business Inquiry: bd@hitgen.com Web: www.hitgen.com
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Compound Generation

Structure-based Drug Design

Use structural biology information to guide the design of new and improved compounds. Our
computational capabilities including: binding site analysis, docking, ligand design, molecular
dynamic simulation, alchemical free energy (FEP/TI) calculation, etc.

Al-aided Hit Identification and Optimization

Use of DEL selection data and publically available data to explore more broader chemical
space, find more hit series. Coupled with Al-based compound generation and CADD/Al-based
evaluation, the process of hit identification and optimization can be accelerated.

Al Compound Generation

Automated design of project-relevant chemical matters. Generation of populations of
optimized molecules; Triage compounds by high-throughput virtual screening, docking and
3DCNN rescoring function.

Property Prediction
In vitro ADME/T property prediction; CYP inhibition,hERG blocker; Solubllity, Permeabllity;
Microsome stability, etc.

Use DEL Screening Data to Train Neural Network

* 1% [8/13] confirmation rate.
* 3 series of compounds {15y 0.0041 uM}

Use trained NN to retrieve compounds

DEL Hit-Like Series New Hit Series
p
I o
Compound Evaluation g7 1 £ -
5 4 % T r R a
LT Jmnr——{am] 7 & k) . 5 %
o f - g 5
g 5 2.
5 fot E. i
EED ) ) - "1 , Aoehs| 3 — . ADELhts
. LX) L3 5] 4 o W W W af 5] [E] o4 o o3 390 S0 30 w6 0 50
Maximum of Similarity MW Maximum of Similarity N
FTens1 61 TenSla on 1.1250M IAKI[83-1154] Ry of Tendi or Tendia om 1.i25nh JAK11E43-1154) 210uM({17.4%) 1710 iM(52.2%) [ <1 pM(30.4%] >10uM(75.8%) 1710 uM(17.7%) [ <1 pMI6.5%)
o 190 nM hit from DEL Hit-Like Compound Set 19 nM hit from New Hit Series Compound Set
# of Compds. # of Compds (<1 uM) # of Compds (1~10 M) Confirmation Rate (<10 M)
DEL Hir-Like Series. 23 7 12 82-6%
New hit serias. 62 4 1" 24.2%

HitGen Inc.

Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
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Target Validation
Biochemical/bioph
ysical test .
Cellular function

test

Drug discovery

MedChem (CADD,
SBDD, Al/ML )
Synthesis

PD/PK/Tox

ADME

DMPK
« pharmacology
«  Non-GLP toxicity

Pharmaceutical

- DS
- DP

QA

Registration

Registration

Tumeor Volume (mm’)

o
o 2
Days

BSL-2 cell culture facility 200m?

confocal microscopy

HitGen Inc.

Cell Biology Platform

* Contrel
- low doss
A medium dose

4 6 B 10 12 14 16 18 20
after the start of treatment

Clinical study

Clinical
development

Target validation Compound screening MOA study Biomarker
Flow cytometry ELISA, HTRF
- - Fetimtsten
sy i
f el i |1 i.
i} 3 Flow cytometry
- = [
Overexpression cell line W8 for cell signaling : |
”::;_IP sy Cytokine array
B |
ey
IN CELL Analyzer2200 fluorescence microscope IX71

cytoflx flow cytometer

Web: www.hitgen.com
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Biophysical assays
« Surface Plasmon Resonance (SPR)
« Biolayer Interferometry (BLI)

+ Temperature Related Intensity Change (TRIC) R—
« Thermal Shift Assay (TSA)

« Differential Scanning Fluorimetry (DSF)
« Isothermal Titration Calorimetry (ITC)

« NMR (ligand- and protein-observed)

Samgle ID 001 KD (M) 5 TASE-07 Sem_srale Graph 5

Di: us NT.23Pico W W W W0 W0 W
Lo Concentrtion Al

ot @ - -
8- w3
’/j' Purged NOESY : ligand Intermalecular NOEs

o -

T5A-StepOne Real-Time  TSA-QuantStudio™ 6 Flex Real-
PCR System Time PCR System

Tie fmin)

£ = 0 1020 2040 50 80 7 0 W0 100ED

-

s |

9 ds {0 15 d0 ds
WicraCal PEAQLITC . Mokar Rato

@Vernalis

srllakcativ oy

kealtvote of injectant
Biatssssiioe

Biochemical assays

« Colorimetric assays (absorbance, etc.)

« Fluorometric assays (FP, FRET, Fl, calcium flux, etc.)

« Luminescent assays (ELISA, Alpha-tech, BRET, Glo assay, etc.)
« Gel-based assays (pulldown, WB, etc.)

1 TIE =
45 . X

Gilsn PLATEMASTER P220

( 96 channel 8channel

Gripper smlchannel  Gripper h

MTS/HTS screening

« Wide range of reagent transfer (1-1000 pL)

« Integrated with multiple modules for versatile
functions

« Flexible applications on library reformatting,
aliquoting and diluting

« Operating in 96, 384 and 1536-well formats

RIS
1addedaq

J1018GNOU|

Japeasaqny

& \ ( v | Hamilton
Echo 655 Liquid Handler EyXGMP'HERAI\SEar . '\\\ g StarPlus .
Icroplate ~_- ~ B
Reader an% Stacker 2D reader Sealer Centrifuge Work Station
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PROTAC Evaluation Platform
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I Druggability Assessment Capabilities

In vivo DMPK PK/PD

- General pharmacokinetics

- Cassette PK screening

- In vivo metabolites identification
- Quick excretion route screening

+ Quick CYP induction analysis (M)
- Tissue distribution

- Excretion assay (R, Feces/urine)

In vitro ADME

- Microsomal Stability

- Plasma stability

- Blood stability

- Microsomal protein binding

- Plasma Protein Binding

- Tissue protein binding

- Blood to plasma ratio

- MDCK/Caco-2-based Permeability
- PAMPA BBB assay

+ CPYs inhibition

- Time dependent CYP inhibition

+ CPYs induction (PXR induction assay)

- Reactive metabolite screeningMetID in liver
microsomes

- CPYs Phenotyping (Recombinant enzyme)
+ CPYs Phenotyping (liver microsome)

HitGen Inc.

Tel: +86 (28) 85197385

- General PK-PD investigation
- PK-PD correlation analysis
- Common PD indices generation

(WB, qPCR, FACS, ELISA, IHC, etc.)

Non-GLP
Toxicity/Toxicokinetics

- Ames assay

- hERG inhibition

- Single/multiple dose toxicity study
- Toxicokinetics study

- Accumulative index estimation

Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
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I Analytical and Purification Capabilites

Anal-SFC . _I:rep-SFC _

~

e Quality control and characterization for small molecules:HPLC. GCMS.LCMS.NMR ® ASMS screening:LC-HRMS (Q-TOF)

e Purification service from milligram scale to gram scale:Prep-HPLC e Quantitative analysis:LC-MS/MS (TQS)

e Analytical method development and separation for chiral compounds:Anal- e Other analytical service, such as element analysis (ICP-
SFC.Prep-SFC MS) and water content determination (Karl Fischer Titrator)

e Characterization foroligonucleotides and DELs:UPLC-MS

HitGen Inc.
Add: Building C2, No. 8 Huigu 1st East Road, Tianfu International Bio-Town
Shuangliu District, Chengdu, Sichuan, China 610200
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R&D
PIPELINE

HitGen Small Molecule Pipeline

Disease Area Project Indication Preclinical Study Phase I Clinical Trial Phase Il Clinical Trial
Multiple myeloma 0
HG146: Class I/11b selective HDAC inhibitor,
capsule Solid tumor 0
HGO030: 2nd generation NTRK/ROS1 inhibitor, Solid tumor e e e i) G&
tablet =
Oncology
HG381: 2nd generation STING agonist, iv Solid tumor a

MLL-r or NPM1mu

HG153: Menin-MLL, tablet AML/ALL

Inflammation | HGP3918: Small molecule inhibitor for IL-17AA/AF Inflammation

HitGen Inc.
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